
 

manuscript, and further implementation work is ongoing.  As DASH becomes 
more functional, our intent is to make the software available at no cost and in 
documented source code form so that other research groups can directly benefit 
from our work.  Further information on DASH is available from 
http://www.cgl.ucsf.edu/Research/DASH/. 

10. Future Work 

There are two areas that we will be focusing on for our future implementations 
of DASH.  The first of these is the development of a Web-based user interface 
that will allow researchers to create, modify, and monitor DASH processing 
pipelines.  By enabling researchers to graphically manipulate active processing 
pipeline components, we can address requirement R2.  The ability to discover, 
display, and print relationships among the processing pipelines of collaborating 
researchers allows us to address requirement R1. 

The second area for future work is the extension of DASH to cross 
organizational boundaries.  This often requires that the tools and libraries 
support some form of distributed computing model.  For DASH, distributed 
computing will be supported through Web Services [24] interfaces.  The use of 
Web Services allows us to leverage the security mechanisms already supported 
through web services technologies and provides a general interface between two 
DASH instances running in different computing environments. Web Services 
will also be used to support communication between DASH and other related 
systems that support a Web Services interface.  DASH will act as a Web 
Services endpoint as well as a Web Services client. One additional use of Web 
Services will be to export administrative information for the discovery and 
status of DASH pipelines (bounded, of course, by security restrictions).  This 
will be used to present a broader view of processing pipelines across multiple 
computing environments (addresses requirements R3 and R5). 
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